#Script da dissertacdo da Ana Sara
#Data 17/05/2017

library (epiDisplay)

library (psych) f#calcula ICC
library(sjPlot)

library (boot)

library (ggplot?2)
library(reshape?2)

library (sandwich)

setwd ("E:/PROSAUDE16/Prosaude/Replicacdes alunos/Ana Sara")

banco <- read.dta("ana banco analises merge.dta")
dim (banco)
names (banco)

fcategorizando a variavel escolaridade

tabl (bancoS$p2gl, graph=F)

bancoSesc <- ifelse(as.integer (banco$p2gl) <= 5, 0, 1)

banco$esc <- factor (banco$esc, levels=c(0,1), labels=c("Até ensino médio completo'","Superior completo"))
tabl (banco$esc, graph=F)

fcategorizando a variavel idade
summary (banco$p2idade)
banco$idadecat <- ifelse (banco$p2idade >=24 & banco$p2idade <=34, 1,

ifelse (banco$p2idade >=35 & banco$p2idade <=44, 2,

ifelse (banco$p2idade >=45 & banco$p2idade <=54, 3,
ifelse (banco$p2idade >=55, 4, NA))))

banco$idadecat <- factor (banco$idadecat, levels=c(1,2,3,4), labels=c("24-34","35-44","4A5-54", "55 & mais"))
tabl (banco$idadecat, graph=F)

tabl (banco$p2g95, graph=F)

#Tabela 1 - Anédlise descritiva da populacdo de estudo
tableStack (vars=c (p2idade, esc,p2a8,afastamento), total.column=TRUE, by=p2g5, dataFrame=banco, igr="none',
percent="column")

#Tabela 2 - Média e proporcgdo dos indices de multimorbidade segundo variaveis de estudo

banco$mult <- factor (bancoS$Smult, levels=c(0,1), labels=c("Nao","Sim"))

tableStack (vars=c(soma2,grav2,cat atrb2,morb,mult), total.column=T, by=p2g95, dataFrame=banco, igr="none",
percent="column")
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tableStack (vars=c(soma2,grav2,cat atrb2,morb,mult), total.column=T, by=idadecat, dataFrame=banco, iqr="none",
percent="column")

tableStack (vars=c(soma2, grav2,cat atrb2,morb,mult), total.column=T, by=esc, dataFrame=banco, iqr="none",
percent="column")

tableStack (vars=c(soma2,grav2,cat atrb2,morb,mult), total.column=T, by=afastamento, dataFrame=banco, iqr="none",
percent="column")

#Anadlise de confiabilidade
banco2 <- read.dta("banco confiabilidade intra obs.dta")

#Tabela 3 - Confiabilidade intra-observador

#Numero de sistemas afetados

summ (banco2$cat atrbl, graph=F) #avaliacdo A

summ (banco2$cat atrb2, graph=F) f#avaliacdo B

ICC(cbind(bancoZ$cat_atrbl, bancoZ$cat_atrb2),lmer=FALSE)$results[1,] #CCI (Coeficiente de Confiabilidade
Intraobservador) com IC95%

#ICC (banco2[,c("cat _atrbl", "cat atrb2")])

#Escore Total

summ (banco2$somal)

summ (banco2$soma2, graph=F)

ICC (cbind (banco2$somal, banco2$soma?2), lmer=FALSE) $Sresults[1, ]

#Indice de gravidade

summ (banco2$gravl, graph=F)

summ (banco2$grav?2, graph=F)

ICC (cbind (banco2Sgravl, banco2Sgrav?),lmer=FALSE) Sresults[1,]

#Tabela 4 - Confiabilidade inter-observador
banco3 <- read.dta("banco confiabilidade inter obs.dta")

#Numero de sistemas afetados

summ (banco3$cat atbl, graph=F)

summ (banco3$cat atb2, graph=F)

ICC (cbind (banco3Scat atbl, banco3Scat atb2),lmer=FALSE) $Sresults[l,]

#Escore Total

summ (banco3$soml, graph=F)

summ (banco3$som2, graph=F)

ICC (cbind (banco3$soml, banco3$som?), lmer=FALSE) Sresults[1, ]
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#indice de gravidade

summ (banco3$gravl, graph=F)

summ (banco3$grav2, graph=F)

ICC (cbind (banco3$gravl, banco3$grav2), lmer=FALSE) Sresults[1,]

#Tabela 5 - Confiabilidade por sistemas da CIRS inter e intra-observador
ck.boot <-function(x,s=l:nrow(x)) {

cohen.kappa (x[s,]) $Sweighted. kappa
}

#confiabilidade inter-observador

vkappa <- boot (cbind (banco3$cardl, banco3$card2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Cardiaco: ", paste(round(result$t0, 2), " (",round(result$bcald], 2)," - ",round(resultSbcalb], 2),")",sep=""))

vkappa <- boot (cbind (banco3$vascl, banco3$vasc2),ck.boot,R=1000)
result <- boot.ci(vkappa, conf = 0.95, type="bca')
cat ("Vascular: ", paste(round(result$t0, 2), " (",round(result$bcald], 2)," - ",round(resultSbcalb], 2),")",sep=""))

vkappa <- boot (cbind (banco3$heml, banco3Shemato2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Hematolodogico: ", paste(round(result$t0, 2), " (",round(result$Sbcal4], 2)," - ",round(resultSbcalb],
2),")",Sep:""))

vkappa <- boot (cbind(banco3$respl, banco3S$resp?),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Respiratorio: ", paste(round(result$t0, 2), " (",round(result$Sbcal4], 2)," - ",round(resultSbcal5],
2) ,") ",Sep:""))

vkappa <- boot (cbind (banco3$otol, banco3$otorino2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Otorrinolaringoldgico e Oftalmoldogico: ", paste(round(result$tO, 2), " (",round(resultSbcal4], 2)," -
", round (result$bcal5], 2),")",sep=""))

vkappa <- boot (cbind(banco3S$gast supl, banco3$gast sup2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Gastrointestinal Superior: ", paste(round(result$tO0, 2), " (",round(resultSbcal4], 2)," - ",round(result$bcal5],
2) ,") ",Sep:""))

vkappa <- boot (cbind(banco3$gast infl, banco3$gast inf2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Gastrointestinal Inferior: ", paste(round(result$tO0, 2), " (",round(resultSbcal4], 2)," - ",round(result$bcal5],
2),")",Sep:""))
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vkappa <- boot (cbind(banco3$hepl, banco3$hep panc2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Hepatico e Pancreatico: ", paste(round(result$t0, 2), " (",round(resultS$Sbcal4], 2)," - ",round(resultSbcalb],
2),")",Sep:""))

vkappa <- boot (cbind (banco3$renl, banco3$renal?),ck.boot,R=1000)
result <- boot.ci(vkappa, conf = 0.95, type="bca')
cat ("Renal: ", paste(round(results$t0, 2), " (",round(results$bcald4], 2)," - ",round(resultSbcal5], 2),")",sep=""))

vkappa <- boot (cbind (banco3$genl, banco3S$genitu2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Geniturinario: ", paste(round(result$t0, 2), " (",round(result$bcald], 2)," - ",round(resultSbcalb],
2) ,") ",Sep:""))

vkappa <- boot (cbind (banco3$musl, banco3$mus_esq2),ck.boot,R=lOOO)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Musculoesquelético e Tegumentar: ", paste(round(result$tO0, 2), " (",round(resultSbcald], 2)," -
", round (result$bcal5], 2),")",sep=""))

vkappa <- boot (cbind (banco3$neul, banco3$neuro?),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Neurologico: ", paste(round(result$t0, 2), " (",round(result$bcald4], 2)," - ",round(result$Sbcalb],
2) ,") ",Sep:""))

vkappa <- boot (cbind(banco3$endl, banco3$end met2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Endbcrino, Metabdlico e Mama: ", paste(round(result$tO, 2), " (",round(resultSbcald], 2)," -
", round (result$bcal5], 2),")",sep=""))

vkappa <- boot (cbind (banco3$psigl, banco3$psig2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Psigquiétrico: ", paste(round(result$t0, 2), " (",round(resultSbcal4], 2)," - ",round(resultSbcal5],
2) ,") ",Sep:""))

#confiabilidade intra-observador
vkappa <- boot (cbind (banco2$cardl, banco2$card2),ck.boot,R=1000)
result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Cardiaco: ", paste(round(result$t0, 2), " (",round(result$bcald], 2)," - ",round(resultSbcalb], 2),")",sep=""))

vkappa <- boot (cbind (banco2$vascl, banco2$vasc2),ck.boot,R=1000)
result <- boot.ci(vkappa, conf = 0.95, type="bca')
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cat ("Vascular: ", paste(round(result$t0, 2), " (",round(result$bcald4], 2)," - ",round(result$bcal5], 2),")",sep=""))

vkappa <- boot (cbind (banco2$heml, banco2Shemato2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Hematoldogico: ", paste(round(result$t0, 2), " (",round(resultSbcal4], 2)," - ",round(resultSbcal5],
2) ,") ",Sep:""))

vkappa <- boot (cbind (banco2$Srespl, banco2$resp2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Respiratdorio: ", paste(round(result$t0, 2), " (",round(result$Sbcald4], 2)," - ",round(resultSbcalb],
2),")",Sep:""))

vkappa <- boot (cbind (banco2$otol, banco2S$otorino?),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Otorrinolaringoldégico e Oftalmologico: ", paste(round(result$tO, 2), " (",round(resultSbcal4d], 2)," -
", round (resultSbcal5], 2),")",sep=""))

vkappa <- boot (cbind(banco2$gast supl, banco2$gast sup2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Gastrointestinal Superior: ", paste(round(result$t0, 2), " (",round(resultSbcal4], 2)," - ",round(result$bcal5],
2),")",Sep:""))

vkappa <- boot (cbind(banco2Sgast infl, banco2$gast inf2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Gastrointestinal Inferior: ", paste(round(result$tO, 2), " (",round(resultSbcal4], 2)," - ",round(result$bcal5],
2) ,") ",Sep:""))

vkappa <- boot (cbind(banco2$hepl, banco2$hep panc2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Hepatico e Pancreatico: ", paste(round(result$t0, 2), " (",round(resultS$Sbcal4], 2)," - ",round(resultSbcalb],
2),")",Sep:""))

vkappa <- boot (cbind (banco2$renl, banco2$renal?),ck.boot,R=1000)
result <- boot.ci(vkappa, conf = 0.95, type="bca')
cat ("Renal: ", paste(round(result$t0, 2), " (",round(results$bcald4], 2)," - ",round(resultSbcal5], 2),")",sep=""))

vkappa <- boot (cbind (banco2$genl, banco2S$Sgenitu2),ck.boot,R=1000)

result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Geniturinario: ", paste(round(result$t0, 2), " (",round(result$bcald], 2)," - ",round(resultSbcalb],
2) ,") ",Sep:""))

vkappa <- boot (cbind (banco2$musl, banco2$mus_esq2),ck.boot,R=lOOO)
result <- boot.ci(vkappa, conf = 0.95, type="bca')
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cat ("Musculoesquelético e Tegumentar: , paste(round(result$t0, 2), " (",round(results$bcall

", round (resultSbcal5], 2),")",sep=""))

vkappa <- boot (cbind (banco2$neul, banco2$neuro2),ck.boot,R=1000)
result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Neurologico: ", paste(round(result$t0, 2), " (",round(result$Sbcald], 2),"

2) ,") ",Sepzl'"))

vkappa <- boot (cbind(banco2$endl, banco2$end met2),ck.boot,R=1000)
result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Endécrino, Metabdlico e Mama: ",
", round (resultSbcal5], 2),")",sep=""))

vkappa <- boot (cbind(banco2$psigl, banco2$psig2),ck.boot,R=1000)
result <- boot.ci(vkappa, conf = 0.95, type="bca')

cat ("Psiquiatrico: ", paste(round(result$t0, 2), " (",round(result$Sbcald], 2),"

2) ,") ",Sepzl'"))

#Grafico 1 Distribuicdo dos indices de multimorbidade

boxplot (cbind (banco$soma2, banco$cat atrb2, banco$grav2, bancoS$morb), col=c("blue","pink","green","yellow"),
names=c ("Escore total","Numero de sistemas afetados","Indice de gravidade","Numero de morbidades"))

#Grafico 2 - Distribuicédo dos indices de multimorbidade por uso de servicgos

dfmelt <- melt (banco[, c("id","p2a8","p2gb","soma2","cat atrb2","grav2","morb")], measure.vars
ggplot (dfmelt, aes(x=variable, y=value,fill=p2a8)) + stat boxplot (geom ='errorbar')

geom boxplot () + facet wrap(~p2a8)

#Grafico 3 - Distribuicdo dos indices de multimorbidade para uso de servicos por sexo
ggplot (dfmelt, aes(x=variable, y=value,fill=p2a8)) + stat boxplot (geom ='errorbar')

geom boxplot () + facet wrap(~p2a8 + p2g5)

#Tabela 6 - Anédlise descritiva da populacdo de estudo
#coluna 1: geral

tableStack (vars=c(soma2,grav2,cat atrb2,morb,mult), total.column=F, by=p2a8, dataFrame=banco,

igr="none", percent="row", decimal=2)
#coluna 2: masculino
tableStack (vars=c(soma2,gravZ,cat atrb2,morb,mult), total.column=F, by=pZ2a8,
dataFrame=banco [banco$p2g5=="Masculino", ],
igr="none", percent="row", decimal=2)
#coluna 3: feminino

tableStack (vars=c (soma2,grav2,cat atrb2,morb,mult), total.column=F, by=p2a8, dataFrame=banco[banco$p2g5=="Feminino",],

igr="none", percent="row", decimal=2)

", round (result$bcal[5],

paste (round(result$t0, 2), " (",round(result$Sbcald

", round (result$bcal5],
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#Tabela 7 - Razbes de prevaléncia bruta e ajustada para uso de servicos de saude na populacdo geral*

banco$novop2a8 <- as.integer (banco$p2a8)-1

fanadlise bruta
ml <- glm(novop2a8 ~ soma2, data=banco, family=poisson)

cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.ml))

(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))

ml <- glm(novop2a8 ~ grav2, data=banco, family=poisson)

cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.ml))

(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))

ml <- glm(novop2a8 ~ cat atrb2, data=banco, family=poisson)

cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.ml))

(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))

ml <- glm(novop2a8 ~ morb, data=banco, family=poisson)

cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.ml))

(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))

ml <- glm(novop2a8 ~ mult, data=banco, family=poisson)

cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.ml))

(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err),
"LI95" = exp(coef(ml) - 1.96 * std.err),

lower.tail=FALSE),

lower

lower

lower

lower

.tail=FALSE),

.tail=FALSE),

.tail=FALSE),

.tail=FALSE),
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"LS95" = exp(coef(ml) + 1.96 * std.err)))

#ajustada pela idade
m2 <- glm(novop2a8 ~ soma2 + p2idade, data=banco, family=poisson)

cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m2))

(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))

m2 <- glm(novop2a8 ~ grav2 + p2idade, data=banco, family=poisson)

cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m2))

(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))

m2 <- glm(novop2a8 ~ cat atrb2 + p2idade, data=banco, family=poisson)

cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m2))

(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs(coef (m2)/std.err), lower.tail=FALSE),
"LI9S" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))

m2 <- glm(novop2a8 ~ morb + p2idade, data=banco, family=poisson)

cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m2))

(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI9S" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))

m2 <- glm(novop2a8 ~ mult + p2idade, data=banco, family=poisson)

cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m2))

(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))
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#ajustada pela escolaridade
m3 <- glm(novop2a8 ~ soma2 + esc, data=banco, family=poisson)

cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m3))

(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))

m3 <- glm(novop2a8 ~ grav2 + esc, data=banco, family=poisson)

cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m3))

(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))

m3 <- glm(novop2a8 ~ cat atrb2 + esc, data=banco, family=poisson)

cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m3))

(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))

m3 <- glm(novop2a8 ~ morb + esc, data=banco, family=poisson)

cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m3))

(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.
"LI9S" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))

m3 <- glm(novop2a8 ~ mult + esc, data=banco, family=poisson)

cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m3))

(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))

#ajustada pelo tempo de afastamento

tail=FALSE),

tail=FALSE),

tail=FALSE),

tail=FALSE),

tail=FALSE),

m4 <- glm(novop2a8 ~ soma?2 + afastamento, data=banco, family=poisson)
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cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))

(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m4) - 1.96 * std.err),
"LS95" = exp(coef(md) + 1.96 * std.err)))

m4 <- glm(novop2a8 ~ grav2 + afastamento, data=banco, family=poisson)

cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.md))

(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m4) - 1.96 * std.err),
"LS95" = exp(coef(md4) + 1.96 * std.err)))

m4 <- glm(novop2a8 ~ cat atrb2 + afastamento, data=banco, family=poisson)

cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.md))

(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m4) - 1.96 * std.err),
"LS95" = exp(coef(md) + 1.96 * std.err)))

m4 <- glm(novop2a8 ~ morb + afastamento, data=banco, family=poisson)

cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.md))

(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m4) - 1.96 * std.err),
"LS95" = exp(coef(md4) + 1.96 * std.err)))

m4 <- glm(novop2a8 ~ mult + afastamento, data=banco, family=poisson)

cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.md))

(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m4) - 1.96 * std.err),
"LS95" = exp(coef(md) + 1.96 * std.err)))

#ajustada pela idade, escolaridade

m5 <- glm(novop2a8 ~ soma?2 + p2idade + esc, data=banco, family=poisson)
cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))
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(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,

"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb) + 1.96 * std.err)))

m5 <- glm(novop2a8 ~ grav2 + p2idade + esc, data=banco, family=poisson)

cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb) + 1.96 * std.err)))

m5 <- glm(novop2Z2a8 ~ cat atrb2 + p2idade + esc, data=banco, family=poisson)

cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb) + 1.96 * std.err)))

m5 <- glm(novop2a8 ~ morb + p2idade + esc, data=banco, family=poisson)

cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb) + 1.96 * std.err)))

m5 <- glm(novop2a8 ~ mult + p2idade + esc, data=banco, family=poisson)

cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb) + 1.96 * std.err)))

#ajustada pela idade, escolaridade e tempo de afastamento

m6 <- glm(novop2a8 ~ soma?2 + p2idade + esc + afastamento, data=banco, family=poisson)
cov.m6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb))
(r.est <- cbind("RP"= exp(coef (m6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6) /std.err), lower.tail=FALSE),
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"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))

m6 <- glm(novop2a8 ~ grav2 + p2idade + esc + afastamento, data=banco, family=poisson)

cov.mb6 <- vcovHC(m6, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb6))

(r.est <- cbind("RP"= exp(coef (mb6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))

m6 <- glm(novop2a8 ~ cat atrb2 + p2idade + esc + afastamento, data=banco, family=poisson)

cov.m6 <- vcovHC(m6, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb6))

(r.est <- cbind("RP"= exp(coef (mb6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))

m6 <- glm(novop2a8 ~ morb + p2idade + esc + afastamento, data=banco, family=poisson)

cov.mb6 <- vcovHC(m6, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb6))

(r.est <- cbind("RP"= exp(coef (mb6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))

m6 <- glm(novop2a8 ~ mult + p2idade + esc + afastamento, data=banco, family=poisson)

cov.mb6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb6))
(r.est <- cbind("RP"= exp(coef (m6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
#Tabela 8 - Razbes de prevaléncia bruta e ajustada para uso de servicos de saude nos homens

fanadlise bruta
ml <- glm(novop2a8 ~ soma2, data=banco[banco$p2g5=="Masculino",], family=poisson)

cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.ml))

(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs(coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
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"LS95" = exp(coef(ml) + 1.96 * std.err)))

ml <- glm(novop2a8 ~ grav2, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.ml))
(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))
ml <- glm(novop2a8 ~ cat atrb2, data=banco[banco$p2gb=="Masculino",], family=poisson)
cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.ml))
(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))
ml <- glm(novop2a8 ~ morb, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.ml))
(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))
ml <- glm(novop2a8 ~ mult, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.ml))
(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))

#ajustada pela idade

m2 <- glm(novop2a8 ~ soma2 + p2idade, data=banco[banco$p2gb=="Masculino",], family=poisson)

cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m2))

(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))
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m2 <- glm(novop2a8 ~ grav2 + p2idade, data=banco[banco$p2g5=="Masculino",], family=poisson)

cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m2))

(r.est <- cbind("RP"= exp(coef (m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))

m2 <- glm(novop2a8 ~ cat atrb2 + p2idade, data=bancol[banco$p2gb5=="Masculino",], family=poisson)

cov.m?2 <- vcovHC (m2, typg="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m2))
(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))
m2 <- glm(novop2a8 ~ morb + p2idade, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m2))
(r.est <- cbind("RP"= exp(coef (m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))

m2 <- glm(novop2a8 ~ mult + p2idade, data=banco[banco$p2g5=="Masculino",], family=poisson)

cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m2))

(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))

#ajustada pela escolaridade
m3 <- glm(novop2a8 ~ soma2 + esc, data=banco[banco$p2g5=="Masculino",], family=poisson)

cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.m3))

(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))

m3 <- glm(novop2a8 ~ grav2 + esc, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta
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std.err <- sqgrt(diag(cov.m3))

(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))
m3 <- glm(novop2a8 ~ cat atrb2 + esc, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m3))
(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))
m3 <- glm(novop2a8 ~ morb + esc, data=banco[banco$p2gb=="Masculino",], family=poisson)
cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m3))
(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))
m3 <- glm(novop2a8 ~ mult + esc, data=banco[banco$p2gb=="Masculino",], family=poisson)
cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m3))
(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))

#ajustada pelo tempo de afastamento
m4 <- glm(novop2a8 ~ soma2 + afastamento, data=banco[banco$p2gb5=="Masculino",], family=poisson)

cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.md))

(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m4) - 1.96 * std.err),
"LS95" = exp(coef(md) + 1.96 * std.err)))

m4 <- glm(novop2a8 ~ grav2 + afastamento, data=banco[banco$p2gb=="Masculino",], family=poisson)

cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))
(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
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"Pr(>|z|)" = 2 * pnorm(abs (coef (md)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(md4) - 1.96 * std.err),
"LS95" = exp(coef(m4) + 1.96 * std.err)))
m4 <- glm(novop2a8 ~ cat atrb2 + afastamento, data=banco[bancoS$p2gb=="Masculino",], family=poisson)
cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))
(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(md4) - 1.96 * std.err),
"LS95" = exp(coef(m4) + 1.96 * std.err)))
m4 <- glm(novop2a8 ~ morb + afastamento, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))
(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (md)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(md4) - 1.96 * std.err),
"LS95" = exp(coef(m4) + 1.96 * std.err)))
m4 <- glm(novop2a8 ~ mult + afastamento, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))
(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(md4) - 1.96 * std.err),
"LS95" = exp(coef(m4) + 1.96 * std.err)))

#ajustada pela idade, escolaridade
m5 <- glm(novop2a8 ~ soma2 + p2idade + esc, data=banco[banco$p2gb=="Masculino",], family=poisson)

cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb) + 1.96 * std.err)))

m5 <- glm(novop2a8 ~ grav2 + p2idade + esc, data=banco[banco$p2gb5=="Masculino",], family=poisson)

cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
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"LS95" = exp(coef(m5) + 1.96 * std.err)))

m5 <- glm(novop2a8 ~ cat atrb2 + p2idade + esc, data=banco[banco$p2g5=="Masculino",], family=poisson)

cov.m5 <- vcovHC (m5, typg="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb))
(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb5) - 1.96 * std.err),
"LS95" = exp(coef(mb5) + 1.96 * std.err)))
m5 <- glm(novop2a8 ~ morb + p2idade + esc, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb))
(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(m5) + 1.96 * std.err)))
m5 <- glm(novop2a8 ~ mult + p2idade + esc, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb))
(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb5) - 1.96 * std.err),
"LS95" = exp(coef(m5) + 1.96 * std.err)))

#ajustada pela idade, escolaridade e tempo de afastamento

m6 <- glm(novop2a8 ~ soma2 + p2idade + esc + afastamento, data=banco[banco$p2gb=="Masculino",], family=poisson)
cov.mb6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb6))
(r.est <- cbind("RP"= exp(coef (m6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
m6 <- glm(novop2a8 ~ grav2 + p2idade + esc + afastamento, data=banco[banco$p2gb=="Masculino",], family=poisson)
cov.mb6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb6))
(r.est <- cbind("RP"= exp(coef (mb6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
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mé6 <- glm(novop2a8 ~ cat atrb2 + p2idade + esc + afastamento, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m6 <- vcovHC(m6, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb6))
(r.est <- cbind("RP"= exp(coef (m6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6) /std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
m6 <- glm(novop2a8 ~ morb + p2idade + esc + afastamento, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb6))
(r.est <- cbind("RP"= exp(coef (m6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6) /std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
m6 <- glm(novop2a8 ~ mult + p2idade + esc + afastamento, data=banco[banco$p2g5=="Masculino",], family=poisson)
cov.m6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb6))
(r.est <- cbind("RP"= exp(coef (m6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6) /std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
#Tabela 9 - Razbes de prevaléncia bruta e ajustada para uso de servicos de salde nas mulheres
#andlise bruta
ml <- glm(novop2a8 ~ soma2, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.ml))
(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))
ml <- glm(novop2a8 ~ grav2, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.ml))
(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))
ml <- glm(novop2a8 ~ cat atrb2, data=banco[banco$p2g5=="Feminino",], family=poisson)
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cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.ml))

(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs(coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))
ml <- glm(novop2a8 ~ morb, data=banco[banco$Sp2g5=="Feminino",], family=poisson)
cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.ml))
(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs(coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))
ml <- glm(novop2a8 ~ mult, data=banco[banco$Sp2g5=="Feminino",], family=poisson)
cov.ml <- vcovHC(ml, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.ml))
(r.est <- cbind("RP"= exp(coef(ml)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs(coef (ml)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(ml) - 1.96 * std.err),
"LS95" = exp(coef(ml) + 1.96 * std.err)))

fajustada pela idade

m2 <- glm(novop2a8 ~ soma2 + p2idade, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m2))
(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))
m2 <- glm(novop2a8 ~ grav2 + p2idade, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m2))
(r.est <- cbind("RP"= exp(coef (m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))

m2 <- glm(novop2a8 ~ cat atrb2 + p2idade, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m2))
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(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,

"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))
m2 <- glm(novop2a8 ~ morb + p2idade, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m2))
(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI9S" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))
m2 <- glm(novop2a8 ~ mult + p2idade, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m2 <- vcovHC(m2, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m2))
(r.est <- cbind("RP"= exp(coef(m2)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m2)/std.err), lower.tail=FALSE),
"LI9S" = exp(coef(m2) - 1.96 * std.err),
"LS95" = exp(coef(m2) + 1.96 * std.err)))
#ajustada pela escolaridade
m3 <- glm(novop2a8 ~ soma2 + esc, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m3))
(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))
m3 <- glm(novop2a8 ~ grav2 + esc, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m3))
(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))
m3 <- glm(novop2a8 ~ cat atrb2 + esc, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m3))
(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
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"LIOS" = exp(coef(m3) - 1.96 * std.err)

4
"LS95" = exp(coef(m3) + 1.96 * std.err)))
m3 <- glm(novop2a8 ~ morb + esc, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m3))
(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))
m3 <- glm(novop2a8 ~ mult + esc, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m3 <- vcovHC(m3, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.m3))
(r.est <- cbind("RP"= exp(coef (m3)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m3)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m3) - 1.96 * std.err),
"LS95" = exp(coef(m3) + 1.96 * std.err)))

#ajustada pelo tempo de afastamento

m4 <- glm(novop2a8 ~ soma2 + afastamento, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))
(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(md4) - 1.96 * std.err),
"LS95" = exp(coef(m4) + 1.96 * std.err)))
m4 <- glm(novop2a8 ~ grav2 + afastamento, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))
(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(md4) - 1.96 * std.err),
"LS95" = exp(coef(m4) + 1.96 * std.err)))
m4 <- glm(novop2a8 ~ cat atrb2 + afastamento, data=banco[bancoSp2gb=="Feminino",], family=poisson)
cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))
(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (md)/std.err), lower.tail=FALSE),
"LTI95" = exp(coef(md4) - 1.96 * std.err),
"LS95" = exp(coef(m4) + 1.96 * std.err)))

Pagina: 21



m4 <- glm(novop2a8 ~ morb + afastamento, data=banco[banco$p2gb=="Feminino",], family=poisson)

cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))
(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m4) - 1.96 * std.err),
"LS95" = exp(coef(md) + 1.96 * std.err)))
m4 <- glm(novop2a8 ~ mult + afastamento, data=banco[banco$p2gb=="Feminino",], family=poisson)
cov.m4 <- vcovHC(m4, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.md))
(r.est <- cbind("RP"= exp(coef(m4)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m4)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m4) - 1.96 * std.err),
"LS95" = exp(coef(md) + 1.96 * std.err)))

#ajustada pela idade, escolaridade

m5 <- glm(novop2a8 ~ soma2 + p2idade + esc, data=banco[banco$p2g5=="Feminino",],

cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb5) - 1.96 * std.err),
"LS95" = exp(coef(m5) + 1.96 * std.err)))

m5 <- glm(novop2a8 ~ grav2 + p2idade + esc, data=banco[banco$p2g5=="Feminino",],

cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb5) + 1.96 * std.err)))

m5 <- glm(novop2a8 ~ cat atrb2 + p2idade + esc, data=banco[banco$p2g5=="Feminino", ],

cov.m5 <- vcovHC (m5, typg="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb5) + 1.96 * std.err)))

m5 <- glm(novop2a8 ~ morb + p2idade + esc, data=banco[banco$p2g5=="Feminino",],

family=poisson)

family=poisson)

family=poisson)

family=poisson)
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cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb))

(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb) + 1.96 * std.err)))
m5 <- glm(novop2a8 ~ mult + p2idade + esc, data=banco[banco$p2gb=="Feminino",], family=poisson)
cov.m5 <- vcovHC(m5, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb))
(r.est <- cbind("RP"= exp(coef (m5)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m5)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(mb) - 1.96 * std.err),
"LS95" = exp(coef(mb) + 1.96 * std.err)))
#ajustada pela idade, escolaridade e tempo de afastamento
m6 <- glm(novop2a8 ~ soma2 + p2idade + esc + afastamento, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb6))
(r.est <- cbind("RP"= exp(coef (m6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6) /std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
m6 <- glm(novop2a8 ~ grav2 + p2idade + esc + afastamento, data=banco[banco$p2gb=="Feminino",], family=poisson)
cov.m6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb))
(r.est <- cbind("RP"= exp(coef (m6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6) /std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
mé6 <- glm(novop2a8 ~ cat atrb2 + p2idade + esc + afastamento, data=banco[banco$p2gb=="Feminino",], family=poisson)
cov.m6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb6))
(r.est <- cbind("RP"= exp(coef (m6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6) /std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
m6 <- glm(novop2a8 ~ morb + p2idade + esc + afastamento, data=banco[banco$p2g5=="Feminino",], family=poisson)
cov.m6 <- vcovHC(m6, type="HCO") #varidncia robusta

std.err <- sqgrt(diag(cov.mb))
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(r.est <- cbind("RP"= exp(coef (mb6)), "Robust SE" = std.err,

"Pr(>|z|)" = 2 * pnorm(abs (coef (m6)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
m6 <- glm(novop2a8 ~ mult + p2idade + esc + afastamento, data=banco[banco$p2gb=="Feminino",], family=poisson)
cov.mb6 <- vcovHC(m6, type="HCO") #varidncia robusta
std.err <- sqgrt(diag(cov.mb6))
(r.est <- cbind("RP"= exp(coef (mb6)), "Robust SE" = std.err,
"Pr(>|z|)" = 2 * pnorm(abs (coef (m6)/std.err), lower.tail=FALSE),
"LI95" = exp(coef(m6) - 1.96 * std.err),
"LS95" = exp(coef(m6) + 1.96 * std.err)))
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